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Objectives: Toxocariasis is a zoonotic disease caused by
Toxocara canis and T. cati. Human is their paratenic host.
Although many clinico-epidemiological aspects have been
studied in almost 60 years after the discovery of human dis-
ease, many biological and molecular aspects are still lack of
knowledge and research. After a careful review of literature
we did not found any study describing the phylogenetics of
Toxocara using any molecular marker.
Methods: For these reasons, nuclear internal transcribed
spacer 2 (ITS2) rDNA sequences were used for the ﬁrst molec-
ular phylogenetic analysis and tree of ﬁve Toxocara species.
ITS2 rDNA sequences were already available from Gen-
Bank (accession numbers AB110034, AB110033, EU189085,
AM231609 and AB027152), corresponding to T. canis, T. cati,
T. vitulorum, T. malaysiensis and T. tanuki. Phylogenetic
analysis was made after aligned these sequences using Gene-
Doc 2.7, using the method of Maximum Parsimony and the
bootstrap test for phylogeny with MEGA 4.
Results: As expected, T. canis and T. cati ITS2 alleles
are monophyletic, as well T. malaysiensis with T. vitulorum.
As expected also, we observed a high nucleotide diversity
(p = 0.705825; Tajima test = 0.461359) between the studied
species
Conclusions: The nuclear ITS rDNA sequence has been
extensively used to deﬁne genetic markers for different
species of nematodes and the aims of this study were to
use the ITS2 to investigate the levels of genetic variation
within Toxocara and generate a ﬁrst phylogenetic tree. If
there are normal levels of gene ﬂow between populations
(or species), these populations are likely to be similar in
their overall genetic characteristics, and genes for impor-
tant characteristics are likely to spread easily. ITS2 of other
Toxocara species should be included in further analysis (eg.
T. genettae, T. lyncis, T. vincenti, among others), to better
deﬁne the evolutionary relationships and phylogeny of the
genus Toxocara.
doi:10.1016/j.ijid.2008.05.1029
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Introduction: Intestinal parasites not only cause diar-
rheal diseases but also signiﬁcant malabsorption. Literature
on the role of parasites, such as intestinal coccidia and
microsporidia in malabsorption syndrome is limited but
some studied show that Giardia, strongyloides and capillaria
are deﬁnitive causes of malabsorption of many nutrients.
The aim of this study was to determine the prevalence of
intestinal parasites in celiac disease (CD) patients.
Material & Method: Twenty ﬁve stool samples from adults
and children patients with CD (15 adult and 10 children)
were examined for intestinal parasites such as coccidia,
Giardia, and other parasites during 2007 by wetmount, mod-
iﬁed acid-fast and terichorom staining and chromotrope 2R
staining.
Results: Out of 25 celiac patients (61.2% female and
35.8% male), with mean age of 41.66 years, 7 (28%) patients
were infected with pathogen and non pathogen parasites.
The frequency rate of Giardia lamblia, Entamoeba coli,
Endolimax nana, Blastosystis hominis, cryptosporidium par-
voum were 3 (0.75%), 2 (0.5%), 1 (0.25%), 2 (0.5%), 2 (0.5%),
respectively. Both cryptosporidium parvoum positive were
children with acute diarrhea.
Conclusion: Celiac disease is the most common cause
of malabsorption syndrome in both adults and children. In
this study we found that, intestinal parasites are associated
with malabsorption syndrome, particularly in CD patients.
In the other word, these patients are harbor for pathogenic
parasites and are more frequently colonized with harmless
commensals as compared to healthy people.
doi:10.1016/j.ijid.2008.05.1030
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Leishmaniasis is prevalent in 88 countries throughout the
word, 21 in the new world and 66 in the old world; 16 of
them are developed countries and the other 72 are devel-
oping countries. Leishmaniasis caused by different species
of protozoan parasites belonging to the genus leishmania.
The combination of leishmaniasis and co-infection with HIV
has been a major problem. Attempts to produce an effec-
tive vaccine have so far failed, and treatment of the disease
in regions still primarily on the use of pentavalent antimo-
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nials, but the Resistance to drug is so high in some parts
of the world and second - line drugs have not experienced
wide spread use due to toxicity and cost. In this study a
species-speciﬁc monoclonal antibody (mAb) recognize com-
ponent on surface and culture supernatant of leishmania
major (L. major). In ELISA and Western blotting this compo-
nent is species-speciﬁc to L. major without cross-reactivity
with other leishmania species, L. donovani, L. infantum and
L. tropica. Since the mAb, can not reacted with compo-
nent of medium, it is questionable that the parasite acquire
unknown component from the growth medium and/or post
translation modiﬁcation antigens that parasite express on
the surface or secrete to medium. We shown that the mAb
can disrupt component(s) to parasite surface according to
the presence of mAb in culture medium and un-coated par-
asite could not induce infection in susceptible BALB/c mice.
Immunized mice compare with control groups could not
induce infection after challenge with standard stain of L.
major. In vitro results shown that vaccinated mice induce
high level of IFN-gamma, low Parasites load and resistant to
L. major infection for at least 12 month. These observation
explain a novel option that parasite acquire virulence factor
as a post-translation modiﬁcation of antigens.
doi:10.1016/j.ijid.2008.05.1031
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Background: The zoonotic ascarid Toxocara canis has
been suggested as a possible etiologic agent of asthma. We
aimed to determine the association between T. canis infec-
tion and asthma in children seen at the Hospital Nacional
Cayetano Heredia, Lima, Peru, and to evaluate other fac-
tors associated with T. canis infection and asthma in the
population studied.
Methods: This is a case-control study involving 75 asth-
matic and 75 nonasthmatic children, from 2 to 13 years who
were evaluated at the Hospital Nacional Cayetano Here-
dia in 2002. A questionnaire was applied referring to the
interest variables. Seroprevalence of T. canis was deter-
mined through a T. canis ELISA IgG test for. Chi-square test,
t of Student and logistic regression analysis were used. A
p value lower than 0.05 was considered to be statistically
signiﬁcant.
Results: The seroprevalence of toxocariasis was 16%. No
signiﬁcant association was found between the seropositiv-
ity for T. canis and asthma in univariate and multivariate
analysis (OR: 1.48; 95% CI 0.56—3.88). Although, there was
a signiﬁcant association between a higher frequency of
nocturnal sibilance crises and a positive serology for of
T. canis (p = 0.005). The factors associated to toxocaria-
sis were contact with dogs (p = 0.004), particularly with
puppies (p = 0.0017), and parents without university edu-
cation (p = 0.015). The factors associated to asthma were
infrequent contact with dogs (p = 0.046) and parents with a
university education (p = 0.012)
Conclusions: There was no association between the pres-
ence of positive serology for T. canis and asthma, but there
was an association between a higher frequency of crises of
nocturnal sibilance and a positive serology for T. canis.
doi:10.1016/j.ijid.2008.05.1032
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Objective: Aim of this study was to analyze some epi-
demiologic features of visceral leishmaniosis of children in
Albania.
Materials and methods: In this study we included 1210
children aged 0—14 years, all admitted and treated for vis-
ceral leishmaniosis since 1994—2006 in Infectious Disease
Ward Tirana Albania. We studied the distribution of the dis-
ease in regard to age, gender, living area, time. Results were
shown at the following table.
Conclusions: Visceral leishmaniosis is a frequent disease
in Albania presented with a considerable number of cases
per year. The most affected age group is 1—4 years, male
gender more affected, urban areas also are predominant
over rural ones.
doi:10.1016/j.ijid.2008.05.1033
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Background: Various strains of Leishmania donovani, L.
infantum and L. chagasi can cause visceral leishmaniasis.
Cytokines have a crucial role in the pathogenesis of the
disease.
Objective: Our purpose was to evaluate the plasma lev-
els of INF- , IL-10, and IL-12 in the course of the disease
to predict the prognosis of the disease and the proper time
to consider the patients as ‘‘cured’’. Method: Thirty two
patients with visceral leishmaniasis were involved in this
study. The Plasma levels of IL-10, IL-12 and INF-  were tit-
tered by Sandwich ELISA method, before treatment, after
fever subsided, at discharging the patient from hospital, and
two months after treatment. Data were analyzed by Chi-
Square method and Non-Parametric Wilcoxon Signed Rank
Test.
